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Introduction

● We gathered feedback in the registration 
form

– Topics you would like to see covered

– Biggest challenges in using SODAR

● Thank you for your responses!

● Some topics already tackled in previous 
sessions

● We will address some of the most commonly 
mentioned topics

– Open discussion and feedback at the end 
of the session
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iRODS Data Uploads and Access (1/3)

● Data Upload Tutorial

– How to set up your data with .MD5 sum 
files

– How to create a landing zone

– Uploading your files to the landing zone 
with iRODS iCommands

– Validating your data and moving it to the 
sample repository

● Let‘s try to do this live..
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iRODS Data Uploads and Access (2/3)

● Data Access Tutorial

– How to browse files in sample sheets

– How to browse files in browser via WebDAV

– How to open files in browser via WebDAV

– TBD: Demonstrate IGV integration?

– How to download data using iCommands
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iRODS Data Uploads and Access (3/3)

● Other Data Upload and Access Methods

– CUBI Toolkit aka CUBI-TK

● More generic command line access

– WebDAV network drive mounting

● Works on some systems

– Cyberduck

● Graphical interface

● Requires some setup, see SODAR manual for documentation

– iRODS Python client

● Powerful for writing Python tools but not user friendly

– iBridges wrapper on iRODS Python client

● Recommended over base client
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Wet Lab Collaboration Example (1/6)

● Enabling Collaboration with External Tools

– Provide data exploration and visualization tools for wet lab scientists

– Project files and access control in SODAR

– External systems access SODAR data using iRODS access tickets

– Both in-house CUBI tools and third party software can be used

– Kiosc is commonly used to run data exploration tools with SODAR data
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Wet Lab Collaboration Example (2/6)

● Example Project: Single-Cell 
Colorectal Cancer Study

– Links to other services using data in 
project readme

– WGS data in cBioPortal

– scRNAseq data can be interactively 
explored using multiple tools

● Cellxgene

● Scelvis

– UCSC Genome Browser is used here 
for scATAC
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Wet Lab Collaboration Example (3/6)

● Exploring Data in cBioPortal
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Wet Lab Collaboration Example (4/6)

● Exploring Data with Cellxgene
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Wet Lab Collaboration Example (5/6)

● Exploring Data with UCSC Genome Browser
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Wet Lab Collaboration Example (6/6)

● Project in Kiosc
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Usability Issues (1/4)

● One of the more major concerns raised in feedback

● We do our best to make things as accessible as possible

– ..but we may not always succeed

● Feedback and suggestions from users are very much welcome

– Especially regarding specific tasks or functions with which 
you may be struggling

● We‘ll discuss some commonly raised issues here
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Usability Issues (2/4)

● Difficulties in Using iRODS

– iCommands may be challenging for people not used to the Unix shell

– To some degree this is out of our hands

– Possible Solutions

● Provide improved documentation and links to helpful iRODS 
resources

● Using and documenting Cyberduck, iBridges or other wrappers

● Possible simple drag-n-drop upload tools to be introduced in the 
future

– Will not solve issues with mass uploads, checksum file 
generating or accessing uploaded files
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Usability Issues (3/4)

● Unclear Terminology

– A lot of the terminology comes from 3rd party systems used 
or generally used terms

● That said, we should do our best to reduce confusion

– First step would be to improve the glossary section in the 
SODAR manual

● Feel free to suggest specific terms which need 
clarification

● ..or better yet, submit a pull request if you're familiar with 
missing terms :)

– Other ideas?
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Usability Issues (4/4)

● General User Friendliness

– SODAR may admittedly have a high bar to enter

– Hard to pinpoint issues without specific feedback

– Changing established user interfaces creates outcry from existing users

– Possible solutions

● Improved documentation

● More video tutorials for common tasks

● Improvements to UI/software e.g. where necessary and feasible

● Implementing „simple mode“ for non-expert users

– How to help

● Provide specific feedback on difficulties

● Can be done through helpdesk or issue trackers
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Open Discussion

● Any feedback or points of discussion you want to raise?
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www.cubi.bihealth.org

Thank You
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